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Explanation

Presence of FGF5 gene variants influencing coat length in dogs was examined.

• If the result is N/N – the dog does not carry any variant specific for long hair – the dog has short hair
• If the result is N/FGF5 – the dog carries one copy of the variant FGF5 gene – the dog is short-haired, but it
can give birth to long-haired offsprings, if suitably crossed.
• If the result is FGF5/FGF5 – the dog carries two variant alleles in the FGF5 gene – the dog is long-haired

Long coat phenotype is inherited in autosomal recessive trait. Long coated dogs have two variant alleles in
the FGF5 gene (each from different parent). In case of mating two FGF5 carriers, theoretically, 25% long
coated offspring will be born.

In some breeds, variant for long coat phenotype was not elucidated.

Method: SOP172-FGF5-dog, direct DNA sequencing
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